The 9th General Meeting of the International Proteolysis Society (IPS) was held in Penang, Malaysia, October 3-8, 2015 . Each of our biennial IPS Meetings provides an exceptional opportunity to bring together researchers from a wide variety of fields to provide educational, training, and networking opportunities at all levels, and to continue to forge international links between academic and industrial organisations with common interests in proteolysis. Over 150 scientists from the Americas, Europe, Africa, Asia, Australia and the Pacific region met to discuss the intricacies of proteolytic enzymes, their substrates, and inhibitors in health and disease. The International Advisory Committee was drawn from the international proteolysis research communities to ensure a breadth of expertise, insight into recent advances in the field and a high calibre program. A key feature of IPS 2015 was the inclusion of an Early Career Researcher Forum (organised by Sheena McGowan, Melbourne, Australia), which was attended by 40 young researchers. This included workshops on Protease Kinetics, Imaging, Degradomics, and the Generation and Phenotypic Analysis of Genetically Modified Mice; rapid fire oral presentations by the young members-in-training; and an Industry vs. Academia workshop led by Bob Lazarus, Genentech (IPS Council President, 2013 -2015 .
The conference was structured around the themes of the different cellular compartments in which complex proteolytic networks operate (extracellular, transmembrane and intracellular); 'omics' and other novel technologies (active site probes and imaging) used to unravel these complex proteolytic networks; drug design and therapeutic approaches; and some of the affected complex diseases like cancer, neurological and skin disorders and the role of pathogen-host interactions in infectious and other diseases.
The articles featured in this Highlight Issue of Biological Chemistry represent a cross section of the presentations at the meeting with a particular focus on extracellular proteases/inhibitors and membrane bound proteases and their roles in cancer, neurodegenerative disease and chronic inflammation. They also highlight the technological advances such as degradomics, yeast 2 hybrid and other multiplex profiling approaches, activity based and structural profiling, and conditional and transgenic mouse models that continue to drive the field forward towards a systems biology approach to further unravel the complex proteolytic web of substrates and interactive partners in health and disease.
An additional highlight of the meeting was the awarding of Honorary Life Membership of the Society to Hideaki Nagase (Kennedy Institute, Oxford University, UK) for his life's work in the matrix metalloproteinase field. For this Highlight Issue, Hideaki has provided an entertaining reminiscence of his work over the past 40 years and a perspective on the highlights and challenges in the matrix metalloproteinase field during that time.
The Program Organising Committee (James Whisstock, Rob Pike, Sheena McGowan and myself from Australia) thank Bob Lazarus and the IPS Council (2013 Council ( -2015 and all of the colleagues and friends in the IPS community who came to Penang and helped make the meeting successful. We also thank Boris Turk, Executive Editor of Biological Chemistry, for initiating the opportunity for this IPS Highlight Issue, and Torsten Krüger, Managing Editor, for his tireless patience in editorial duties. We look forward to reengaging the IPS community at the next biennial meeting in Banff, Canada, October 27 to November 1, 2017.
